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When looking at gene variants in a population we may forget that even having a perfect
sampling scheme this will not be an unbiased view of the human genome. Earlier studies
suggested that up to 75% of conceptions are lost during early development; a further indi-
cator of an biased view are unexplained cases of departure from Hardy-Weinberg equilibri-
um.
Selective survival during early pregnancy is still a terra incognita and except of studies in
the Hutterites I am not aware of any (modern) study that looked at selective survival.
A study of Grant Montgomery now shows fresh data on genomewide allele sharing in 1,592
DZ twins from Australia and 336 DZ pairs from the Netherlands.
It is somewhat disappointing that there is no excess allele sharing in the HLA region nor
somewhere else in the genome. Maybe further studies can do that a high resolution than
with just 359 microsatellite marker?
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