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but repeats in the human genome are not such impressive. Instead they create a lot of
trouble when situated in the close proximity to genes. Think of Huntingtons disease, myo-
tonic dystrophy, fragile X or some ataxias. The human genome sequence paper already
had a chapter on repeat content (21% are LINES, 13% SINES and 8% other retrovirus stuff)
while a new review has some nice figures of replication fork stalling that seems to be re-
sponsible for the introduction of repeats. The reasons for the toxicity of these repeats is-
nÂ´t such clear – as they are dominant a loss of function and haploinsufficiency would be a
good explanation. It seems, however, that there is gain of function at the RNA level as re-
peat containing RNA is more stable by imperfect mismatch hairpins or may get some un-
wanted siRNA capability, yea, yea.

 

CC-BY-NC Science Surf accessed 15.02.2026 

GENETICS

REPETITIO EST MATER STUDIORUM
16.08.2007

Impressum Proudly powered by WordPress

SKIP TO CONTENT

https://www.wjst.de/blog/sciencesurf/category/genetics-biology/
https://www.wjst.de/blog/sciencesurf/2007/08/repetitio-est-mater-studiorum/
http://www.nature.com/nature/journal/v409/n6822/full/409860a0.html
http://www.nature.com/nature/journal/v447/n7147/abs/nature05977.html
https://www.wjst.de/blog/wp-content/themes/twentyfourteen-child1/pdf/?url=https://www.wjst.de/blog/sciencesurf/2007/08/repetitio-est-mater-studiorum/
https://www.wjst.de/blog/impressum/
https://wordpress.org/

