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Genowatch (paper|website) is doing pretty well by annotating large SNP sets that would re-
quire otherwise numerous hours to map their position on genes, biological function and
pathways.

A set of 60 SNPs took about 15 minutes to produce the following figure (which will be part
of my fortcoming presentation in Cernay. Very nice – although the interpretation is getting
really difficult.

ALLERGY, GENETICS, SOFTWARE

SNP BATCH ANNOTATION OF GWAS
10.09.2008

SKIP TO CONTENT

https://www.wjst.de/blog/sciencesurf/category/asthma-allergy/
https://www.wjst.de/blog/sciencesurf/category/genetics-biology/
https://www.wjst.de/blog/sciencesurf/category/computer-software/
https://www.wjst.de/blog/sciencesurf/2008/09/snp-batch-annotation-of-gwas/
http://nar.oxfordjournals.org/cgi/content/full/gkn214?ijkey=zVD3AS0L61KzpRp&keytype=ref
http://genepipe.ngc.sinica.edu.tw/genominer/menu.do
https://www.wjst.de/blog/wp-content/uploads/2008/09/genowatch.png
http://dev.ersnet.org/670-post-genome-respiratory-epidemology-ii-an-interdisciplinary-challenge.htm


https://www.wjst.de/blog/sciencesurf/2008/09/snp-batch-annotation-of-gwas/ Page 2

 

CC-BY-NC Science Surf 10.09.2008, access 18.10.2025 

Impressum Proudly powered by WordPress

https://www.wjst.de/blog/wp-content/uploads/2008/09/genowatch2.png
https://www.wjst.de/blog/wp-content/uploads/2008/09/genowatch2.png
https://www.wjst.de/blog/wp-content/themes/twentyfourteen-child1/pdf/?url=https://www.wjst.de/blog/sciencesurf/2008/09/snp-batch-annotation-of-gwas/
https://www.wjst.de/blog/impressum/
https://wordpress.org/

